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SamplelD

Remainder
k__Bacteria|p__Bacteroidetes|c__Bacteroidialo__Bacteroidales|f__Bacteroidales_unclassified|g_ GGB27876|s__GGB27876_SGB40310
k__Bacteria|p__Firmicutes|c__Clostridialo__Clostridia_unclassified|f__Clostridia_unclassified|g_ GGB28411|s__GGB28411_SGB40993
k__Bacteria|p__Actinobacterialc__Actinobacterialo__Micrococcales|f__Microbacteriaceae|g__Leifsonials__Leifsonia_shinshuensis
k__Bacteria|p__Firmicutes|c__Bacillijo__Bacillales|f__Staphylococcaceaelg_Mammaliicoccus|s__Mammaliicoccus_lentus
k__Bacteria|p__Firmicutes|c__Bacillijo__Lactobacillales|f__Lactobacillaceae|g__Lactobacillus|s__Lactobacillus_johnsonii

. k__Bacteria|p__Firmicutes|c__Bacillijo__Bacillales|f__Staphylococcaceae|g__Staphylococcus|s__Staphylococcus_xylosus
k__Bacteria|p__Proteobacterialc__Gammaproteobacterialo__Pseudomonadales|f__Pseudomonadaceae|g__Pseudomonas|s__Pseudomonas_aeruginosa

. k__Bacteria|p__Proteobacteria|c__Betaproteobacterialo__Burkholderiales|f__Burkholderiaceae|g__Burkholderia|s__Burkholderia_cenocepacia

. k__Bacteria|p__Firmicutes|c__Bacillijo__Lactobacillales|f__Enterococcaceae|g__Enterococcus|s__Enterococcus_faecalis

. k__Bacteria|p__Verrucomicrobialc__Verrucomicrobiae|o__Verrucomicrobiales|f _Akkermansiaceae|g__Akkermansia|s__Akkermansia_muciniphila



