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	Overall Summary
	Notes

	What did you like most about the code/organization?
	

	What is one thing you would change?
	

	Did you learn any new tips/tricks?
	

	Would you be able to pick up this project and modify it, if necessary?
	




	Code Review
	Checkbox (Yes/No)
	Notes

	File Structure
	
	

	File folders follow standard BCC structure and project organization 
	
	

	File can be found in expected subfolders 
	
	

	
	
	

	File Naming
	
	

	File names are descriptive and easily understood 
	
	

	
	
	

	Version Control
	
	

	Some kind of version control has been implemented
	
	

	
	
	

	Code Review
	
	

	There is a code header filled out with appropriate information with at least the following:
· Project ID
· Author
· Date created
· Date last modified
	
	

	Any packages, libraries, macros, etc. are loaded at the top of the file
	
	

	The code is well commented and documented throughout 
Comments should include section headers as well as line comments as needed
	
	

	The names of variables, objects, functions, are easy to understand
	
	

	There are no API tokens hard coded and visible (if applicable)
	
	

	There is appropriate use of white space (horizontal and vertical white space) 
	
	

	Long lines of code are preferably broken up into separate lines
	
	

	There is minimal hard coding of rows and columns
	
	

	Seed is set if using random number generator
	
	

	
	
	

	Methodological Understanding
	
	

	There is an understanding of what each section/chunk of code is doing.
Is each code chunk commented? 
If not, is it easy to understand?
	
	

	There is an understanding of what the code is doing line-by-line
	
	



When reviewing code a few guidelines to keep in mind:
· Everyone has their own slightly different style. We are not trying to make everyone work the exact same way
· Are the project files well organized, with descriptive names?
· Is the code readable and easy to understand what it is doing? Would you be able to pick up this project and  update/edit it if necessary?

# Different styles, all easy to read
# Some may prefer one way over another, that's ok!
	df %>%
  select(x, y, z)

	df %>%
  select(
    x,
    y,
    z
  )

	df %>%
  select(x,
         y,
         z)








